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Brienz	 47°48'E	 45°49'N	 3	 Oligotrophic	 564	 260	 Sept	2011	 1.0	–	12.0	 190	 41	 28	
Brenet	 6°19’E	 46°40′N	 29	 Eutrophic	 100	 18	 Sept	2011	 1.9	–	20.0	 342	 -	 -	
Hallwil	 8°12′E	 47°17′N	 16	 Mesotrophic	 449	 28	 Oct	2012	 1.9	–	20.0	 94	 10	 13	
Joux	 6°17′E	 46°38′N	 16	 Mesotrophic	 100	 32	 Sept	2011	 1.1	–	15.0	 257	 -	 -	
Geneva	 6°33′E	 46°26′N	 23	 Mesotrophic	 372	 310	 Sept	2012	 0.5	–	42.0	 102	 9	 12	
Neuchatel	 6°55′E	 46°59′N		 6	 Oligotrophic	 429	 152	 Sept	2011	 1.2	–	37.0	 208	 10	 15	







HO	 Brienz	 Hallwil	 Geneva	 Neuchatel	 Walen	




Geneva	 0.257	 0.026	 0.032	
	
<0.001	 <0.001	
Neuchatel	 0.264	 0.025	 0.025	 0.005	
	
<0.001	




a) Map of Switzerland with the sampled lakes indicated: A) Geneva, B) Joux, C) Brenet, D) Neuchatel, E) 
Brienz, F) Hallwil, and G) Walen (see Table 1 for details). b) Roach (Rutilus rutilus) with the 11 
morphological landmarks used: 1) anterior tip of snout, 2) anterior tip of lower lip, 3) anterior & 4) posterior 
point of operculum, 5) junction where the dorsolateral part of the head and body fuse, anterior insertion 
points of the 6) pectoral, 7) pelvic and, 8) anal fin, 9) ventral and 10) dorsal junction of the caudal peduncle 
and tail, 11) anterior insertion of the dorsal fin. 
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			x1	 -0.014	 0.474	 0.992	 0.066	 0.087	
			y1	 -0.331	 0.012	 0.026	 -0.034	 0.045	
			x2	 0.008	 0.478	 1	 0.064	 0.084	
			y2	 -0.326	 -0.045	 0.095	 -0.06	 0.079	
			x3	 0.115	 -0.057	 0.118	 -0.131	 0.173	
			y3	 -0.062	 0.12	 0.25	 0.014	 0.018	
			x4	 0.007	 -0.323	 0.676	 -0.204	 0.268	
			y4	 0.147	 -0.001	 0.003	 0	 0	
			x5	 -0.234	 -0.16	 0.336	 -0.231	 0.303	
			y5	 -0.015	 -0.187	 0.392	 -0.056	 0.073	
			x6	 0.109	 -0.348	 0.728	 -0.215	 0.283	
			y6	 0.207	 0.051	 0.108	 0.029	 0.038	
			x7	 0.012	 -0.338	 0.708	 0.239	 0.314	
			y7	 0.479	 -0.083	 0.174	 -0.06	 0.079	
			x8	 -0.171	 0.034	 0.072	 0.166	 0.219	
			y8	 0.157	 -0.052	 0.11	 0.001	 0.001	
			x9	 0.029	 0.22	 0.46	 -0.27	 0.356	
			y9	 -0.306	 0.049	 0.102	 0.012	 0.016	
			x10	 0.147	 0.167	 0.349	 -0.245	 0.322	
			y10	 -0.317	 0.021	 0.043	 -0.001	 0.002	
			x11	 -0.008	 -0.146	 0.306	 0.76	 1	









































Geneva	 Neuchatel	 <0.001	 0.973	
	
Walen	 0.014	 1.000	
























SNP	ID	 Contig	ID	 FST	 Gene	annotation	
SNP_1198	 consensus_3971	 0.333	 FSTL5:	Follistatin-related	protein	5	
SNP_2379	 consensus_10858	 0.374	 -	
SNP_2439	 consensus_11289	 0.307	 PCSK5:	Proprotein	convertase	
subtilisin/kexin	type	5	
SNP_3301	 consensus_18419	 0.323	 -	
SNP_4437	 consensus_38170	 0.319	 -	
	
